**Introduction**: In 2012 a novel human coronavirus (HCoV-EMC) causing lower respiratory tract infection was discovered in human patients. The clinical course of the disease was similar to that seen in severe acute respiratory syndrome (SARS). However, the virulence and pathogenesis of the virus is not yet known and no animal models for human disease have been established.

**Materials and Methods**: Cynomolgus macaques and ferrets were inoculated with HCoV-EMC. At 1 or 4 days after inoculation the animals were killed and pathological, immunohistochemical, in-situ hybridization, virological and serological analyses were performed on samples from those animals. To determine the presence of the receptor for the HCoV-EMC dipeptidyl peptidase 4 (DDP4) in different cell types of the respiratory tissue, immunohistochemical analysis was used.

**Results**: HCoV-EMC caused mild respiratory disease in macaques, with non-ciliated bronchiolar epithelial cells as important target cells. Ferrets were not productively infected.

**Conclusions**: Our results confirm HCoV-EMC as the cause of respiratory disease in a non-human primate model. This suggests that the cynomolgus macaque is a suitable experimental animal species to model this disease in man.
